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Features Acute hepatitis B (n=19) | de novo hepatitis B (n=17) P Value

Male sex 11 (57.9) 9 (50) 0.7380
Age, years 40.1%8.0 58.0+5.3 0.0014
Peak ALT 2675.3+648.7 801.5+297.8 <0.0001
Peak T-bill 13.0£4.5 13.9+7.6 0.8482
Peak PT% 50.6+14.4 64.1+15.1 0.2268
Survival (n, %) 12 (63.2) 12 (70.6) 0.3843
Genotype A=2, Bj=1, C=16 A=0,Bj=8, C=11 <0.0001
Mutations

(core-promoter, precore)

C1653T 1/19 (5.3) 3/17 (17.6) 0.2379
T1753C/G/A 3/19 (15.8) 5/17 (29.4) 0.1441
A1762T/G1764A 4/19 (21.1) 5/17 (29.4) 0.3297
G1896A 6/19 (31.6) 11/17 (64.7) 0.0012
G1899A 0/19 (0) 11/17 (64.7) <0.0001
Mutations (envelope)

S3N 6/19 (31.6) 14/17 (82.3) 0.0022
novel N-glycosylation in 1/19(5.3) 3/17(11.8) 0.238

the a-loop
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No. etiology |Genotype nt1753 A1762T G1764A G1896A | G1899A
1 AH C - +(about100%) | +(about100%) | +(84.76%) -
2 AH C - - - - -
3 AH C - - - +(1.47%) -
4 FH C - - - - -
5 AH C - - - - -
6 FH C +(T>C:90.42%) +(93.79%) +(93.59%) +(98.50%) -
7 AH C - - - - -
8 FH C - +(about100%) | +(about100%) | +(97.72%) -
9 AH C - - - - -
10 AH C +(T>C:91.26%) +(about100%) | +(about100%) - -
11 AH C - - - - -
12 AH C - - - +(97.85%) -
13 FH Bj +(T>C:83.26%) - - +(98.07%) -
14 AH Ae - - - - -
15 AH Ae - - - - -
16 AH C - - - - -
17 AH C - - - - -
18 AH C - - - - -
19 AH C - - - - -
20 De novo Bj +(T>C:5.11%) - - +(97.67%) -
21 De novo Bj +(T>C:4.07%) +(1.19%) - +(98.40%) | +(98.4%)
22 De novo Bj - - - +(97.30%) -
23 De novo C - +(79.4%) +(78.19%) +(16.31%) | +(14.02%)
24 De novo C - +(about100%) | +(about100%) | +(23.48%) | +(22.15%)
25 |De novo FH C - +(about100%) | +(about100%) | +(19.81%) [ +(19.46%)
26 |[De novo FH C - - - - -
27 De novo C - - - +(1.08%) +(1.48%)
28 De novo Bj - - - - +(98.11%)
29 De novo Bj - - - +(98.44%) | +(13.38%)
30 ([De novo FH Bj - - - +(97.42%) | +(9.13%)
31 [De novo FH Bj - - - - +(98.67%)
32 De novo C +(T>G:84.94%) +(about100%) | +(about100%) | +(97.87%) -
33 De novo C - - - - -
34 De novo Bj +(T>G:3.11%) - - - +(98.27%)
35 De novo C - - - - -
36 De novo C +(T>C:49.25%,T>A:18.39%) | +(about100%) | +(about100%) | +(89.11%) | +(89.84%)
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Hepatitis B Surface Antigen Genetic Elements Critical
for Inmune Escape Correlate With Hepatitis B Virus
Reactivation Upon Immunosuppression

Romina Salpini,' Luna Colagrossi," Maria Concetta Bellocchi,' Matteo Surdo,' Christina Becker,
Claudia Alteri," Marianna Aragri,' Alessandra Ricciardi,® Daniele Armenia," Michela Pollicita,"

R : Qo 1 SYURSUTE B 4 . . . .5 . o .
Fabiola Di Santo,” Luca Carioti, Yoram Louzoun,” Claudio Maria Mastroianni,” Miriam Lichtner,’
. . . . . , . 7 Al s . . . g
Maurizio Paoloni,® Mariarosaria Esposito,” Chiara D'Amore,® Aldo Marrone,® Massimo .\‘lzll’lgllzllll.)

Cesare Sarrecchia,” Loredana Sarmati,” Massimo Andreoni,” Mario Angelico.10 Jens \f’erlw_ven.”

Carlo-Federico Perno,' and Valentina Svicher’

HEPATOLOGY, March 2015

Detected by Ultra deep sequencing

24.1%
C w | (7/29) | | P<0.001

25 3¢ ok e
é 20
&
= 15
= 0%
]
= 10 4
z (0/64)
& -

J

0

HBV-reactivating Controls
patients

| HBV-reactivated patients with D CHB patients with
>1 additional glycosylation site >1 additional glycosylation site

Aichi Medical University




HBVE G LEDREEDNFEDONSIVAO-THEBO7I/BRER

S3N substitution in the

novel N-glycosylation in

No. Etiology Genotype envelope the a-loop
1 AH C -
2 AH C —
3 AH C ~+ (99.16%)
4 FH C .
5 AH C +(99.87%)
6 FH C —
7 AH C -
8 FH C —
9 AH C -
10 AH C —
11 AH C —
12 AH C .
13 FH Bj —
14 AH Ae +(98.22%)
15 AH Ae ~+ (97.97%)
16 AH C —
17 AH C + (98.93%) T123N (18.44%)
18 AH C —
19 AH C + (99.13%)
20 De novo Bj + (76.8%)
21 De novo Bj + (70.0%)
22 De novo Bj —
23 De novo C + (19.72%)
24 De novo Cc — T115N (1.13%)
25 De novo FH C + (98.88%)
26 De novo FH C + (98.08%)
27 De novo C + (98.92%)
28 De novo Bj + (98.09%)
29 De novo Bj + (82.34%)
30 De novo FH Bj + (15.93%) S131N+M133T (2.73%)
31 De novo FH Bj + (97.46%)
32 De novo C + (99.09%)
33 De novo Cc + (99.00%)
34 De novo Bj + (98.11%)
35 De novo C + (98.61%)
36 De novo Cc — G130N (33.19%)
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